The biphenyl skeleton of (II) is nearly coplanar due to the strongly conjugated system, while that of (I) is not coplanar because of the bulky o±o H -linkage. Assuming that the molecular structure at the lowest excited triplet state is not different from its ground-state structure, the difference in the EPR signals of these compounds would be due to the differences in the molecular structures, i.e. the angles between the two phenyl rings.
The crystal structure of 4-nitrophenanthrene, (II), has also been reported by Taylor & Thompson (2001) in a different (polymorphic) form [TT form, P2 1 /c, Z = 4, a = 8.061 (2), b = 12.449 (3), c = 11.32 (3) A Ê and = 109.73 (1) ]. As the TT form was measured at the lower temperature of 168 (2) K, there is a possibility of a phase change from the room temperature form of this study. It is interesting that the two forms have the same space group and unit-cell dimensions, except for a halving of the a cell length for the TT form, and very similar molecular packing. In both structures, dimeric pairs of molecules are related by an inversion center, show a herring-bone motif and make a sheet structure parallel to the (011) face. In our new form, the two independent molecules have slightly different orientations, however, they make similar sheet structures, stacking alternately.
In both forms, the molecular dimensions show no signi®cant differences when the difference in temperature of the structure determinations is considered. The dihedral angles are also comparable; the NO 2 ±phenyl and biphenyl skeleton dihedral angles are 72.7 (7) and 10.40 (8) , respectively, in the TT form.
Experimental
Compound (I) was synthesized according to the method of Krueger & Mosettig (1939) . Light-yellow crystals were obtained by recrystallization from a hexane solution (yield 10.5%). Compound (II) was obtained by modifying the dehydrogenation reported by Boekelheide & Hylton (1970) . A solution of compound (I) and 2,3-dichloro-5,6dicyanoquinone in o-dichlorobenzene was stirred in the dark at 473 K for 24 h. Yellow crystals were obtained by recrystallization from a hexane solution (yield 81.6%). H atoms were re®ned as riding, with CÐH distances of 0.93 and 0.97 A Ê for (I) and 0.93 A Ê for (II).
Compound (I)
For both compounds, data collection: MSC/AFC Diffractometer Control Software (Molecular Structure Corporation, 1993a); cell re®nement: MSC/AFC Diffractometer Control Software; data reduction: TEXSAN (Molecular Structure Corporation, 1993b); program(s) used to solve structure: SHELXS86 ; program(s) used to re®ne structure: SHELXL93 (Sheldrick, 1993) ; molecular graphics: PLATON (Spek, 1990).
One of the authors (HU) is grateful to Dr Max R. Taylor of Flinders University, South Australia, for valuable information on the polymorphic form of (II).
Supplementary data for this paper are available from the IUCr electronic archives (Reference: TA1338). Services for accessing these data are described at the back of the journal.
sup-1
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Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (12) 0.0410 (9) 0.0084 (9) 0.0087 (8) 0.0062 (8) C3 0.0462 (9) 0.0502 (10) 0.0456 (9) 0.0004 (7) 0.0053 (7) 0.0075 (8) (9) 0.0005 (6) −0.0026 (6) 0.0016 (7) C5 0.0428 (9) 0.0442 (9) 0.0457 (9) −0.0011 (7) 0.0035 (7) −0.0009 (7) C6 0.0522 (10) 0.0676 (12) 0.0455 (10) −0.0024 (9) 0.0086 (8) 0.0013 (8) C7 0.0585 (11) 0.0779 (14) 0.0543 (11) −0.0154 (10) 0.0062 (9) 0.0151 (10) C8 0.0596 (11) 0.0514 (10) 0.0704 (12) −0.0155 (9) −0.0063 (9) 0.0167 (10) C8a 0.0408 (9) 0.0397 (9) 0.0591 (10) −0.0032 (7) −0.0086 (7) 0.0036 (7) C9 0.0555 (11) 0.0364 (9) 0.0834 (13) −0.0029 (8) −0.0081 (9) −0.0066 (9) C10 0.0570 (11) 0.0500 (10) 0.0643 (12) −0.0002 (8) −0.0045 (9) −0.0182 (9) C10a 0.0416 (9) 0.0459 (9) 0.0484 (9) 0.0087 (7) −0.0035 (7) −0.0088 (7) Geometric parameters (Å, º) (7) 
Special details
Geometry. All e.s.d.'s (except the e.s.d. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell e.s.d.'s are taken into account individually in the estimation of e.s.d.'s in distances, angles and torsion angles; correlations between e.s.d.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell e.s.d.'s is used for estimating e.s.d.'s involving l.s. planes. Refinement. Refinement on F 2 for ALL reflections except for 0 with very negative F 2 or flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating _R_factor_obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 0.6026 (2) 0.3115 (2) 1.0396 (2) 0.0552 (6) 
